Referéncias:

Demonstracao de equipamentos: “Espectrometria de massas (MS)”
Imagens

Célula feita:BioRender.com

Borboleta metamorfose: https://askabiologist.asu.edu/complete-metamorphosis
Quadro targeted e untargeted: Renoir, A menina com laco azul

Video ESI: https://www.youtube.com/watch?v=palKlul-ChA

Descrigcdo de espectrometria de massas:
VOET, Donald; VOET, Judith G. Bioquimica. 4. ed. Porto Alegre: Artmed, 2015.

IVANOV, Alexander R. Sample preparation in biological mass spectrometry. New York:
Springer, 2011.

BENESCH, Justin LP; RUOTOLO, Brandon T. Mass spectrometry: come of age for
structural and dynamical biology. Current opinion in structural biology, v. 21, n. 5, p. 641-
649, 2011

Fontes de ions e analisador de massas:

Robert M. Silverstein, Francis X. Webster, David Kiemle - Spectrometric Identification of
Organic Compounds (2005, Wiley)

Donald L. Pavia, Gary M. Lampman, George S. Kriz, James A. Vyvyan - Introduction to
Spectroscopy (2009, Brooks_Cole, Cengage Learning)

Jurgen H. Gross- Mass Spectrometry: A Textbook (2011, Springer)

Edmond de Hoffmann, Vincent Stroobant - Mass Spectrometry. Principles and
Applications (2007, Wiley-Interscience)

Espectros Adenosina ESI-QTOF: https://mona.fiehnlab.ucdavis.edu/

Comparacao entre equipamentos de Massas: DOMON, Bruno; AEBERSOLD, Ruedi.
Mass spectrometry and protein analysis. science, v. 312, n. 5771, p. 212-217, 2006.

Top-down vs bottom-up proteomics

Gregorich, Z. R., Chang, Y. H., & Ge, Y. (2014). Proteomics in heart failure: Top-down or
bottom-up? Pflugers Archiv European Journal of Physiology, 466(6), 1199-1209.
https://doi.org/10.1007/s00424-014-1471-9

Popovi¢-Bijeli¢, A., Mojovi¢, M., Stamenkovi¢, S., Jovanovi¢, M., Selakovi¢, V., Andjus, P.,
& Baci¢, G. (2016). lIron-sulfur cluster damage by the superoxide radical in neural tissues


https://www.youtube.com/watch?v=paIKIu1-ChA
https://mona.fiehnlab.ucdavis.edu/

of the SOD1G93A ALS rat model. Free Radical Biology and Medicine, 96, 313-322.
https://doi.org/10.1016/j.freeradbiomed.2016.04.028

Caracterizagdo da modificacdo da SOD1 por aldeidos de colesterol

Dantas, L. S., Chaves-Filho, A. B., Coelho, F. R., Genaro-Mattos, T. C., Tallman, K. A.,
Porter, N. A., Augusto, O., & Miyamoto, S. (2018). Cholesterol secosterol aldehyde
adduction and aggregation of Cu,Zn-superoxide dismutase: Potential implications in ALS.
Redox Biology, 19(May), 105-115. https://doi.org/10.1016/j.redox.2018.08.007

Estrutura cristalogréafica da SOD1 (PDB 1AZV)

Hart, P. J., Liu, H., Pellegrini, M., Nersissian, A. M., Gralla, E. B., Valentine, J. S., &
Eisenberg, D. (1998). Subunit asymmetry in the three-dimensional structure of a human
CuznSOD mutant found in familial amyotrophic lateral sclerosis. Protein Science, 7(3),
545-555. https://doi.org/10.1002/pro.5560070302

Ciéncias 6micas:

BARH, Debmalya; ZAMBARE, Vasudeo; AZEVEDO, Vasco (Ed.). Omics: applications in
biomedical, agricultural, and environmental sciences. CRC Press, 2013.

WALTHER, Tobias C.; MANN, Matthias. Mass spectrometry—based proteomics in cell
biology. Journal of Cell Biology, v. 190, n. 4, p. 491-500, 2010.

FENG, Xiaojun et al. Mass spectrometry in systems biology: an overview. Mass
spectrometry reviews, v. 27, n. 6, p. 635-660, 2008

GIROLAMO, Francesco D. et al. The role of mass spectrometry in the “omics” era. Current
organic chemistry, v. 17, n. 23, p. 2891-2905, 201

PARKER, Benjamin L. et al. Targeted phosphoproteomics of insulin signaling using data-
independent acquisition mass spectrometry. Science signaling, v. 8, n. 380, p. rs6-rs6,
2015

LI, Min et al. Recent advances of chromatography and mass spectrometry in lipidomics.
Analytical and bioanalytical chemistry, v. 399, n. 1, p. 243-249, 2011

JONASDOTTIR, H. S. et al. Targeted lipidomics reveals activation of resolution pathways
in knee osteoarthritis in humans. Osteoarthritis and cartilage, v. 25, n. 7, p. 1150-1160,
2017.

Lipidomica:

CHAVES-FILHO, Adriano Britto et al. Alterations in lipid metabolism of spinal cord linked
to amyotrophic lateral sclerosis. Scientific reports, v. 9, n. 1, p. 1-14, 2019.

SURMA, Michal A. et al. Flexibility of a mammalian lipidome-insights from mouse
lipidomics. bioRxiv, 2021.



Lipidios identificados: https://lipidmaps.org/resources/databases/index.php

Plataforma de analise estatistica: https://www.metaboanalyst.ca/

Identificagdo de lipidios: http://prime.psc.riken.jp/compms/msdial/main.html
Concluséo:

TAYLOR, Michael J.; LUKOWSKI, Jessica K.; ANDERTON, Christopher R. Spatially
resolved mass spectrometry at the single cell: Recent innovations in proteomics and
metabolomics. Journal of the American Society for Mass Spectrometry, v. 32, n. 4, p. 872-
894, 2021.

CASTELLINO, Stephen; GROSECLOSE, M. Reid; WAGNER, David. MALDI imaging
mass spectrometry: bridging biology and chemistry in drug development. Bioanalysis, v. 3,
n. 21, p. 2427-2441, 2011.

SMITH, Andrew et al. Matrix-Assisted Laser Desorption/lonisation Mass Spectrometry
Imaging in the Study of Gastric Cancer: A Mini Review. International journal of molecular
sciences, v. 18, n. 12, p. 2588, 2017.

GHEZELLOU, Parviz et al. Venom Gland Mass Spectrometry Imaging of Saw-Scaled
Viper, Echis carinatus sochureki, at High Lateral Resolution. Journal of the American
Society for Mass Spectrometry, v. 32, n. 4, p. 1105-1115, 2021

SU, Yapeng et al. Multi-omics resolves a sharp disease-state shift between mild and
moderate COVID-19. Cell, v. 183, n. 6, p. 1479-1495. €20, 2020.

ROMPP, Andreas; SPENGLER, Bernhard. Mass spectrometry imaging with high
resolution in mass and space. Histochemistry and cell biology, v. 139, n. 6, p. 759-783,
2013.


https://lipidmaps.org/resources/databases/index.php
https://www.metaboanalyst.ca/

