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Aula de bioinformatica na sala multimidia — 31 de margo de 2016

1. Tarefal
a. Nesta tarefa vocé vai realizar o alinhamento de duas sequéncias de DNA usando um
programa disponivel na internet.
b. Acesse http://blast.ncbi.nlm.nih.gov/Blast.cgi. Esta é a pagina central do programa
BLAST, para comparacao e busca de sequéncias.
c. Cligue na opgao Align two (or more) sequences using BLAST (bl2seq). Ela consta da sec¢do
Specialized BLAST.
d. Em cada caixa de entrada na tela que aparece, cole as sequéncias A e B abaixo. A seguir
aperte o botdo BLAST.
e. Cole no relatério o alinhamento obtido (que aparece na se¢do alignments).
2. Tarefa2
a. Nesta tarefa vocé vai comparar uma das sequéncias da tarefa anterior com todas as
sequéncias disponiveis num banco de sequéncias do centro NCBI dos Estados Unidos.
Note que a sequéncia de entrada é de DNA mas o banco de consulta é de proteinas. Isto
significa que o programa comparador ira traduzir a sequéncia de entrada nos 6 quadros
de leitura para poder achar resultados.
b. Volte a http://blast.ncbi.nlm.nih.gov/Blast.cgi
c. Clique na opgao blastx
d. Na caixa de entrada na tela que aparece, cole a sequéncia A abaixo. A seguir aperte o
botdo BLAST.
e. Cole no relatério o alinhamento do primeiro hit dessa busca.
3. Tarefa3
a. Estatarefa é semelhante a anterior, mas a sequéncia de entrada é de uma proteina.
b. Volte a http://blast.ncbi.nlm.nih.gov/Blast.cgi
c. Cligue na opgao protein blast
d. Na caixa de entrada na tela que aparece, cole a sequéncia C abaixo. A seguir aperte o
botdo BLAST.
e. Cole no relatdrio o alinhamento do primeiro hit dessa busca.

4. Tarefa 4: comente os resultados obtidos, relacionando-os aos conceitos aprendidos em aula.

Inclua detalhes do tipo: a que organismos pertencem essas sequéncias? que proteinas sao

codificadas por cada uma das sequéncias?

5. Tarefa 5: use os programas abaixo para rever os conceitos aprendidos em aula:

a.

b
C.
d

sintese proteica

replicacdo de DNA

transcricao de DNA

ndo é preciso entregar nada para esta tarefa. Utilize esta oportunidade para fixar
conceitos e aprender mais sobre esses trés processos.
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Formato do relatério:
a) nome e numeros dos participantes do grupo
b) resultados das tarefasde 1a 4

Envie o relatdrio até o dia 7 de abril de 2016 para os dois monitores nos enderecos
alexandre.redondo@hotmail.com e alexandre.kuniyoshi@butantan.gov.br
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Dados de entrada

>segA
ATGgATTTCACCATTCAACGCGAAGCCCTGCTGAAACCGCTGCAACTGGTCGCTGGCGTCGTCGAGCGCC
GACAGACCCTGCCGGTGCTTTCCAACGTGCTGCTGGTCGTCGAGAAGCAGCAGTTGTCGCTCACCGGTAC
CGATCTGGAGGTCGAATTGGTCGGTCGCGTGCCGCTGGAGGAGAACGCCGAGCCCGGCGAGATCACCGTG
CCGGCGCGCAAGCTGATGGACATCTGCAAGAGCCTGCCGAACGACACGCTGATCGATATCCGTCTGGACG
AGCAGAAGCTGCTGATCAAGGCCGGGCGTAGCCGTTTCAGCCTGTCCACCTTGCCGGCCAGCGACTTTCC
CACCGCCGAGGAAGGTTTGGGCTCGCTGACCTTCTCCCTGGGGCAGAGCAAGCTGCGCCGGCTGATCGAA
CGCACCAGTTTCGCCATGGCCCAGCAGGACGTGCGCTACTACCTGAACGGCATGCTGCTGGAGATGAACG
GCGGCGTGCTGCGCGCGGTCGCCACCGACGGGCACCGCCTGGCGCTGTGCTCCATGCAATCCGGCATCGA
GCATGCCGACCGCCATCAGGTCATAGTGCCGCGCAAGGGTATTCTGGAGCTGGCGCGCCTGCTCACCGAC
CAAGACGGCGAAGTCAGCATCGTCCTCGGCCAGTACCATATCCGTGCCACCACCGGCGAATTCACCTTCA
CCTCCAAGCTGGTCGACGGCAAGTTCCCTGACTACGAACGGGTACTCCCGCGCGGTGGCGACAAGAAGGT
ACTCGGCGATCGACAGTTGCTGCGTGAAGCCTTCAGCCGCACGGCGATCCTCTCCAACGAGAAGTACCGC
GGTATCCGCCTGCAATTGGCCAGTGGCCTGCTGAAGATCCAGGCCAACAACCCGGAGCAGGAAGAGGCCG
AAGAGGAAGTGGCGGTCGACTACAGCGGCGATGCTCTGGAGATCGGCTTCAACGTCAGCTATCTGCTCGA
CGTGCTGGGTGTGATGAGTGCCGAGCAGGTGTGCCTGACCCTGTCCGACTCCAACAGCAGCGCCTTGCTC
CAGGAAGCCGATAATGACGATTCCGCCTATGTCGTCATGCCGATGCGGCTGTAA

>segB
ATGCGTTTTACACTGCAGCGCGAAGCCTTCCTCAAACCATTGGCACAAGTGGTCAATGTGGTCGAACGCC
GTCAAACCCTGCCCGTCCTGGCCAACTTGCTGGTACAGGTCAAGGATGGACAGGTCTCGTTGACCGGCAC
CGACCTGGAAGTGGAAATGATCTCGCGCACGCTGGTGGAGGACGCGCAGGACGGCGAAACCACGATTCCG
GCGCGCAAGCTGTTCGACATCCTGCGCGCCCTGCCCGACGGCAGCCGCGTCACCATTTCGCAGACCGGCG
ACAAGGTCACTGTGCAAGCCGGGCGGAGCCGCTTCACCCTGGCGACGTTGCCTTCCAACGATTTTCCGTC
TGTGGACGAAGTCGAAGCGACCGAACGCGTCGTGGTGCCCGAAGCCGGGCTCAAGGAGCTGATCGAGCGC
ACCGCGTTCGCCATGGCCCAGCAGGACGTGCGCTATTACCTCAATGGCCTGTTGTTCGACCTGCGCGACG
GCTTGCTGCGCTGCGTGGCTACCGACGGCCATCGTCTGGCGCTATGTGAGATGGAGCTGGAGAAAGCCGG
TGGCGCCAAGCGCCAGATCATCGTGCCGCGCAAGGGCGTGACCGAGCTGCAGCGTTTGCTGGAAGGCGCC
GATCGCGAGGTCGAGCTGGAAGTGGGCCGCAGCCATATCCGCGTCAAGCGCGGTGATGTGACCTTTACCT
CGAAGCTGATCGACGGGCGGTTCCCGGACTACGAGGCAGTGATTCCGATCGGCGCCGATCGCGAGGTCAA
GGTGGATCGTGAAGCGCTGCGCGCGTCGCTACAGCGTGCGGCCATCCTGTCCAACGAGAAGTACCGCGGT
GTCCGTGTGGAAGTGTCGCCGGGTCAGCTGAAGATCAGCGCGCATAACCCCGAGCAGGAGGAGGCGCAGG
AAGAGATCGAGGCCGATACCAAGGTCGACGATCTGGCCATTGGCTTCAACGTCAACTATTTGCTCGACGC
GCTGTCGGCATTGCGCGATGAGCACGTGGTGATCCAGCTGCGTGATGCCAATTCGTCTGCATTGGTGCGT
GAGGCCAGCAGCGAGAAGTCGCGTCATGTGGTGATGCCGTTGCGTCTCTGA

>seqC
GGGTGETLGEKWKARLNOQMSALEFYSYKKSGITEVCREEARRALKDGVATGGHAVSRGSAKIRWLEERGY
LOPYGKVVDLGCGRGGWSYYAATIRKVQEVRGYTKGGPGHEEPMLVQSYGWNIVRLKSGVDVEFHMAAEPC
DTLLCDIGESSSSPEVEETRTLRVLSMVGDWLEKRPGAFCIKVLCPYTSTMME TMERLQRRHGGGLVRVP
LCRNSTHEMYWVSGAKSNIIKSVSTTSQLLLGRMDGPRRPVKYEEDVNLGSGTRAVASCAEAPNMKIIGR
RIERIRNEHAETWEFLDENHPYRTWAYHGSYEAPTQGSASSLVNGVVRLLSKPWDVVTGVTGIAMTDTTPY
GOORVFKEKVDTRVPDPQEGTRQVMNIVSSWLWKELGKRKRPRVCTKEEFINKVRSNAALGATIFEEEKEW
KTAVEAVNDPRFWALVDREREHHLRGECHSCVYNMMGKREKKQGEFGKAKGSRAIWYMWLGARFLEFEAL
GFLNEDHWMGRENSGGGVEGLGLQRLGY ILEEMNRAPGGKMYADDTAGWDTRISKFDLENEALITNQMEE
GHRTLALAVIKYTYQONKVVKVLRPAEGGKTVMDIISRODOQRGSGOQVVTYALNTEFTNLVVQLIRNMEAEEV
LEMODLWLLRKPEKVTRWLQSNGWDRLKRMAVSGDDCVVKPIDDRFAHALRFLNDMGKVRKDTQEWKPST
GWSNWEEVPFCSHHENKLYLKDGRSIVVPCRHQDELTGRARVSPGAGWSIRETACLAKSYAQMWQLLYFH
RRDLRLMANAICSAVPVDWVPTGRTTWS IHGKGEWMTTEDMLMVWNRVWIEENDHMEDKTPVTKWTDIPY
LGKREDLWCGSLIGHRPRTTWAENIKDTVNMVRRIIGDEEKYMDYLSTQVRYLGEEGSTPGVL



